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Essentials Bioinformatics By Jin Xiong
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Pairwise alignment, local alignment and global alignment o
Dot plot matrix 1
Dynamic programming method [;
Data base similarity search, Blast and NCBI A
Bioinformatics algorithms, Exhaustive and Heuristic algorithms q
Multiple Sequence Alignment )
Clustal Omega and MSA X
Transcriptomics data and GEO database )Y
Differential Expression analysis X3
Gene list functional annotation and DAVID \§
Gene regulatory networks and STRING Database Yo

Network analysis and Cytoscape "™




